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We propose to incorporate the protein database searching programs, Turbo Sequest and Mascot, into the
software utilized in the mass spectrometry facility at San Francisco State University (SFSU). Mass
spectrometry (MS) in combination with these powerful database searching programs will significantly
Mascot programs will help us identify proteins in various biological systems and in disease vs. normal
tissues. In addition, these programs will enable us to identify protein modifications that can dramatically
alter their activities. Such studies will lead to a better understanding of protein structure and function, key
for designing new drugs for therapeutic application. The availability of the MS core facility at SFSU will
enhance faculty research and provide training for students that will increase their opportunities for
admission into doctoral programs or employment with biotechnology companies.



